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M «__Bacteria;p__Proteobacteria
88 k__Bacteria;p__Acidobacteria
B «__Bacteria;p__Bacteroidetes
B x__Bacteria;p__Actinobacteria
: k__Bacteria;p__Verrucomicrobia
= K__Bacteria;p__Cyanobacteria
k__Bacteria;p__Planctomycetes
K__Bacteria;p__ Chloroflexi
K__Bacteria;p__Firmicutes
k__Bacteria;p__Gemmatimonadetes
k__Bacteria;p__Nitrospirae
k__Bacteria;p__AD3
k__Bacteria;p___WPS-2
K__Bacteria;p__ Armatimonadetes
- K__Bacteria;p__OD1
- K__Bacteria;p__TM7
= = k__Bacteria;p___WS3
- k__Bacteria;p__Elusimicrobia
- = k__Bacteria;__
- = k__Bacteria;p__Chlamydiae
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K__Bacteria;p__GAL15
k__Bacteria;p__FCPU426
.p__Crenarchaeota
Bacteria;p__OP11
K__Bacteria;p__Tenericutes
k__Archaea;p__Euryarchaeota
k__Bacteria;p__Fusobacteria
k__Bacteria;p__WS6
k__Bacteria;p__TM6
ia;p__Thermotogae
Bacteria;p__[Thermi]
Bacteria;p__Fibrobacteres
Bacteria;p__FBP
Bacteria;p__OP3
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Bacteria;p__BHI80-139
k__Bacteria;p__BRC1
Bacteria;p__GNO04
K__Bacteria;p__Kazan-3B-28
k__Bacteria;p__NKB19
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K__Bacteria;p__Proteobacteria
= k__Bacteria;p__Acidobacteria
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k__Bacteria;p,
k__Bacteria;p__Chlorobi

. k__Bacteria

. k__Bacteria;p__Chlamydiae

- k__Bacteria;p__Fusobacteria
»  k__Bacteria,p__Thermotogae
. k__Bacteria;p__[Thermi]



