
GenPopPoly (GPP)
Compute genetic indices

• Select populations to analyse
• Browse results

ClonEstiMatePoly (CEMP)
Compute posterior probabilities of rates 
of clonality using temporal genotypings

• Upload or create an analysis plan
• Launch computation (and wait)
• Get results in a txt file

Graph of genetic distances
Plot the minimum spanning tree of 

genetic distances between individuals

• Export genetic distances
• Set displayed graph (color, tag)
• Select exported format
• Browse the generated graph

Importing data
Load & describe data

• Select row with header
• Select columns with population and  

individual names, time of sampling, 
1st allele of the 1st locus.

• Select ploidy and type of markers

Documentation browser
Get information about GenAPoPop

• Workflow
• Step-by-step tutorial
• Description of the used formulas 

and algos

Simulation
Simulate pseudo-observed datasets

• Parameter and run simulations
• Get pseudo-observed genotypings

into a txt file that can be imported
to be analysed

Homepage

• How to cite GenAPoPop
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