Figure Captions:
Fig. 1 Effect of enzyme hydrolysis temperature, solid-liquid ratio, enzyme concentration, and enzyme hydrolysis time on the yield of peanut protein and oil bodies.
Fig. 2 FT-IR spectra of cellulose under different extraction conditions.
(a: solid- liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
Fig. 3 FT-IR spectra of hemicellulose under different extraction conditions.
(a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
Fig. 4 FT-IR spectra of CDTA soluble pectin under different extraction conditions.
(a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
Fig. 5 FT-IR spectra of Na2CO3-soluble pectin under different extraction conditions.
(a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
Fig. 6 PCA score scatter plots of peanut cell wall FT-IR spectra in the 1800-800 cm-1 region for pectin, hemicellulose, and cellulose under different extraction conditions.
(a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
Fig. 7 Molecular structure of cellulose (a), pectin (b), and hemicellulose (c).
Fig. 8 Schematic diagram of the mechanism of enzymatic extraction of proteins and oil bodies from peanut seeds.





[bookmark: _Hlk11066266][bookmark: _Hlk11066223][bookmark: _Hlk12368994]Fig. 1 Effect of enzyme hydrolysis temperature, solid-liquid ratio, enzyme concentration, and enzyme hydrolysis time on the yield of peanut protein and oil bodies.
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Fig. 2 FT-IR spectra of cellulose under different extraction conditions.
 (a: solid- liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
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Fig. 3 FT-IR spectra of hemicellulose under different extraction conditions.
 (a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
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Fig. 4 FT-IR spectra of CDTA soluble pectin under different extraction conditions.
 (a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
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Fig. 5 FT-IR spectra of Na2CO3-soluble pectin under different extraction conditions.
 (a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
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Fig. 6 PCA score scatter plots of peanut cell wall FT-IR spectra in the 1800-800 cm-1 region for pectin, hemicellulose, and cellulose under different extraction conditions
(a: solid-liquid ratio; b: enzyme concentration; c: enzyme hydrolysis temperature; d: enzyme hydrolysis time)
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Fig. 7 Molecular structure of cellulose (a), pectin (b), and hemicellulose (c)
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Fig. 8 Schematic diagram of the mechanism of enzymatic extraction of proteins and oil bodies from peanut seeds
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