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Abstract

Porcine circovirus 3 (PCV3) is a newly emerged circovirus discovered in 2016, and since then is threatening the swine industry

worldwide. In this study, we evaluated the presence of different PCV3 strains in swine herds from Brazil. PCV3 was detected

by qPCR in different samples from different life stages. Sequencing was performed with seventeen positive samples. This study

reported the coinfection of different PCV3 strains in one animal. This study provides insights into the genetic diversity of PCV3

strains circulating in the Brazilian swine herds.
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3529 %

% Positive

27165
41.54 %

Average and

Std. deviation

Number of
positive samples

Sows Fetuses Weaning pigs

Growing

Sample Viral copy
number
Cerebrum 915 - 5.55¢10*
Heart 924 - 465¢10°
Intestine 554 - 1.12x10°
Liver 566 - 4.20x102
Lung 744 - 8.36x10°
Lymph node 480 -2 18102
Serum 8.40x10" —5.23x10%
Spleen 769 - 2.25x10°

Umbilical cord  1.31x10" —4.22x10%
Vaginal swab 1.62x102 - 8.36x10%

8.86x102 £ 1.90x10°
1.00x102 % 1.23x102
5.50x102 £ 2.26x10¢
1.33x102  1.34x102
8.63x10¢ £ 2.04x10°
1.16x104  4.86x104
4.12x102 £ 1.33x10¢
6.49x102 £ 7.49x102
8.72x102 £ 167x10°
2,79x10% £ 3.93x10°
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. expected changes per site for ORF2

0.002
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04 CN 2016 MG564175.1
CN 2018 MK095625.1
100 CN 2017 MG897481.1
CN 2017 MG897482.1
CN 2017 MG897490.1
CN 2017 MH491018.1
CN 2017 MH491019.1
CN 2017 MG897486.1
CN 2017 MG250176.1
CN 2017 MG897474.1
CN 2017 MG897479.1
CN 2001 MG902941.1
CN 2001 MG902939.1
CN 2017 MH916636.1
N 2016 KY075990.1
CN 2016 KY075991.1
TW 2013 MK343155.1
US 2016 KX966193.1
CN 2016 MG546667.1
CN 2017 MG778698.1
CN 20 17 MK580467.1
018 MK095624.1
CN 2018 MH277117.1
IT 2017 MF162299.1
UFV03/BR/MG/2019
UFV02/BR/MG/2019
CN 2018 MK454951.1
GE 2015 MG014375.1
BR 2018 MK645717.1
BR 2007 MK060077.1
TH 2016 MF589652.1
BR 2007 MK060078.1
BR 2016 MF079254.1
BR 2018 MK645715.1
CN 2018 MK000387.1
SK 2018 MK503331.1
CN 2018 MH277114.1
CN 2018 MK178321.1
IT 2017 MF162298.1
BR 2018 MK645719.1
CN 2018 MH277113.1
BR 2018 MK645718.1
L BR 2018 MK645716.1
CN 2018 MK178299.1
84 SK 2018 MH231553.1
CN 2017 MG250187.1
CN 2018 MK178302.1
CN 2016 MG564174.1
CN 2017 MK178291.1
9 CN 2018 MK178282.1
CN 2018 MK178287.1
CN 2018 MK178284.1
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70 s CN 2018 MK178295.1
£ CN 2018 MK095620.1
17 MK178290.1

e JRREEREERRERRE MH367850 1
CN 2017 MH491025.1

SP 2017 MH579746.1
SK 2018 MH231552.1
SK 2016 MF063071.1
US 2015 NC 031753.1
SK 2016 MF611877.1
BR 2016 MF079253.1
CN 2016 KY075988.1

as

CN 2018 MK178309.1
UFV04/BR/MG/2019
GE 2015 M 014 76.1
CN ---- MF155642.1
BR 2007 MK060076 1
SP 2016 MH579745.1
GE 2015 MG014363.1
BR ---- MH699985.1
CN 2018 MK178320.1
BR 2006 MK060073.1
GE 2015 MG014371.1
SP 2018 MH579747.1
SK 2017 MF448445.1
GE 2015 MG014372.1
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@ Europe 84 CN 2018 MH277111.1

SK 2016 KY996337.1

® South America BR 2007 MK060079.1
r.

@ Asia

CN 2018 MH547276.1
CN 2018 MK105924.1
CN 2018 MK095622.1
RU 2017 MG679916.1
CN 2017 MG868942.1

79

North America

100
(PCV-3a)

—e CN 2017 MG372483.1

-® CN 2017 KY778776.1
_c BR 2007 MK060074.1
BR 2007 MK060075.1

CN 2006 MG372488.1

lT‘ expected changes per site for ORF2 (PCV-3b)



